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Supplementary figure 2. Locally collinear blocks (LCBs) found in the genome alignment of pESI and

p-F219 plasmids obtained with progressiveMauve.

LCBs are colored in order to identify the conserved segments that appear to be internally free from
genome rearrangements and presumably homologous. The LCBs that appear below the center line

indicate regions with inverse orientation.



